NOR Wy Ty /7 omnx Sbima

3280319 1)4(6 ;2015 2D MNMIPN

wanb ann

NV 'TINKI OXD 'XY NINT 1720 .1 N0

TINX TINX noy 1] Lhih! 12 nip'm YV v
nv] n'oui7a YV noin (hun) yran 0'oa 1win
(%) (%) omrrn ("n) (hvn) 2)(pnw)
100 100 116.3 8 7.4 1400 JIN2 ,NA"v V'YW 7w NNuwA T
NIAN'IA youn
VIT N7 VIT N7 134.9 12 2.35 VIT N7 ‘0119 NIDYWY NIDY KXN) KY
M 1902
325 68 X 14.5 4.08 400 TR 7W PAND W'Y TY P
X770 0" NVWA XYM ,|NYN
71N 0119
59 25 149.5 11 4.68 600 ,NMIN 19D NNIX? N'NT KH
11 7w Nnap 77,806 wad
NXN97N
100 100 62.8 8 2.94 VIT' N7 NN 217X 7Y PR W K
1N’ AawIn? n"1wn
100 100 395.5 14 5.83 400 Y7 7¥ ITIAK 'won Jma G
'nwnn’
100 100 278.5 15.5 4.86 200 w291 ,70 NYAIIN NNIX2 X¥N) HT
918.-199 n'w'ad
20.5 42.5 97.1 8.5 2.16 70 NY221 1IN 7R NUOIDIN GH
YN
NT 102 112 '01011790 Dyaxl (R+F "Dno") o'7nnnn 11 9¥1 n710 .82 nooa
SSR Forward Primer Reverse Primer Color
ssrQpZAG1/5 GCTTGAGAGTTGAGATTTGT GCAACACCCTTTAACTACCA
ssrQPZAG9 GCAATTACAGGCTAGGCTGG GTCTGGACCTAGCCCTCATG
ssrQpZAG36 GATCAAAATTTGGAATATTAAGAGAG ACTGTGGTGGTGAGTCTAACATGTAG
MSQ13 TGGCTGCACCTATGGCTCTTAG ACACTCAGACCCACCATTTTTCC
ssrQpZAG15 CGATTTGATAATGACACTATGG CATCGACTCATTGTTAAGCAC
ssrQrZAG 7 CAACTTGGTGTTCGGATCAA GTGCATTTCTTTTATAGCATTCAC

ssrQrZAG 59

AACAATGAACTCATCAATCCAACA

GCCATTGAAACTCTCGACCTCTT

ssrQrZAG 87

TCCCACCACTTTGGTCTCTCA

GTTGTC AGCAGTGGGATGGGTA

MAQ4

TCTCCTCTCCCCATAAACAGG

GTTCCTCTATCCAATCAGTAGTGAG

ssrQrZAG 20

CCATTAAAAGAAGCAGTATTTTGT

GCAACACTCAGCCTATATCTAGAA

ssrQpZAG119

GATCAGTGATAGTGCCTCTC

GATCAACAAGCCCAAGGCAC

NED
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Mother Mother

Tree SSR Allele Tree SSR Allele
A ssrQpZAG1/5 202 G ssrQpZAG20 158
A ssrQpZAG1/5 202 G ssrQpZAG20 168
A ssrQpZAG9 240 G ssrQpZAG36 212
A ssrQpZAG9 240 G ssrQpZAG36 224
A MSQ4 218 G ssrQpZAG59 162
A MSQ4 218 G ssrQpZAG59 162
A MSQ13 226 G ssrQpZAG87 128
A MSQ13 226 G ssrQpZAG87 128
A SSIQpZAG7 127 G ssrQpZAG119 83
A SSrQpZAG7 137 G ssrQpZAG119 93
A ssrQpZAG15 120 GH-1 ssrQpZAG1/5 196
A ssrQpZAG15 126 GH-1 ssrQpZAG1/5 202
A ssrQpZAG36 216 GH-1 ssrQpZAG9 236
A ssrQpZAG36 216 GH-1 ssrQpZAG9 242
A ssrQpZAG59 130 GH-1 MSQ4 194
A ssrQpZAG59 130 GH-1 MSQ4 222
A ssrQpZAG87 128 GH-1 MSQ13 226
A ssrQpZAG87 128 GH-1 MSQ13 226
G ssrQpZAG1/5 190 GH-1 ssrQpZAG7 131
G ssrQpZAG1/5 190 GH-1 ssrQpZAG7 139
G ssrQpZAG9 240 GH-1 ssrQpZAG15 122
G SSrQpZAG9 240 GH-1 ssrQpZAG15 132
G MSQ4 214 GH-1 ssrQpZAG20 180
G MSQ4 214 GH-1 ssrQpZAG20 180
G MSQ13 226 GH-1 SsrQpZAG36 216
G MSQ13 226 GH-1 ssrQpZAG36 216
G SSIQpZAG7 131 GH-1 ssrQpZAG59 124
G ssrQpZAG7 139 GH-1 ssrQpZAG59 162
G ssrQpZAG15 120 GH-1 ssrQpZAG87 126
G ssrQpZAG15 122 GH-1 ssrQpZAG87 128

Mother Mother

Tree SSR Allele Tree SSR Allele

GH-1 ssrQpZAG119 93 GH-6 MSQ13 226

GH-1 ssrQpZAG119 105 GH-6 ssrQpZAG7 139

GH-2 ssrQpZAG1/5 196 GH-6 SSrQpZAG7 155

GH-2 ssrQpZAG1/5 200 GH-6 ssrQpZAG15 118

GH-2 ssrQpZAG9 236 GH-6 ssrQpZAG15 120
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GH-2 ssrQpZAG9 242 GH-6 ssrQpZAG20 160
GH-2 MSQ13 226 GH-6 ssrQpZAG20 172
GH-2 MSQ13 228 GH-6 ssrQpZAG36 218
GH-2 ssrQpZAG7 127 GH-6 ssrQpZAG36 218
GH-2 ssrQpZAG7 129 GH-6 ssrQpZAG59 120
GH-2 ssrQpZAG15 120 GH-6 ssrQpZAG59 150
GH-2 ssrQpZAG15 120 GH-6 ssrQpZAG87 126
GH-2 ssrQpZAG36 220 GH-6 ssrQpZAG87 126
GH-2 ssrQpZAG36 226 GH-8 ssrQpZAG1/5 196
GH-2 ssrQpZAG59 134 GH-8 ssrQpZAG1/5 210
GH-2 ssrQpZAG59 168 GH-8 ssrQpZAG9 226
GH-2 ssrQpZAG87 128 GH-8 ssrQpZAG9 242
GH-2 ssrQpZAG87 128 GH-8 MSQ4 196
GH-3 ssrQpZAG1/5 196 GH-8 MSQ4 222
GH-3 ssrQpZAG1/5 202 GH-8 MSQ13 218
GH-3 ssrQpZAG9 236 GH-8 MSQ13 226
GH-3 ssrQpZAG9 242 GH-8 SsrQpZAG7 137
GH-3 MSQ4 196 GH-8 ssrQpZAG7 139
GH-3 MSQ4 202 GH-8 ssrQpZAG15 118
GH-3 MSQ13 226 GH-8 ssrQpZAG15 118
GH-3 MSQ13 236 GH-8 ssrQpZAG36 214
GH-3 ssrQpZAG7 139 GH-8 ssrQpZAG36 228
GH-3 ssrQpZAG7 139 GH-8 ssrQpZAG59 120
GH-3 ssrQpZAG15 118 GH-8 ssrQpZAG59 150
GH-3 ssrQpZAG15 118 GH-8 ssrQpZAG87 128
GH-3 ssrQpZAG20 192 GH-8 ssrQpZAG87 128
GH-3 ssrQpZAG20 192 GH-8 ssrQpZAG119 67
GH-3 sSrQpZAG36 206 GH-8 ssrQpZAG119 69
GH-3 ssrQpZAG36 216 HT ssrQpZAG1/5 188
GH-3 ssrQpZAG5H9 124 HT ssrQpZAG1/5 198
GH-3 ssrQpZAG59 124 HT SsrQpZAGY 240
GH-3 ssrQpZAG87 126 HT ssrQpZAG9 240
GH-3 ssrQpZAG87 128 HT MSQ4 228
GH-3 ssrQpZAG119 93 HT MSQ4 230
GH-3 ssrQpZAG119 113 HT MSQ13 226
GH-6 ssrQpZAG1/5 196 HT MSQ13 236
GH-6 ssrQpZAG1/5 210 HT ssrQpZAG7 143
GH-6 ssrQpZAG9 238 HT ssrQpZAG7 159
GH-6 ssrQpZAG9 238 HT ssrQpZAG15 118
GH-6 MSQ13 218 HT ssrQpZAG15 130
Mother Mother
Tree SSR Allele Tree SSR Allele
HT ssrQpZAG20 168 KH ssrQpZAG36 210
HT ssrQpZAG20 168 KH ssrQpZAG36 214




NOR Wy Ty /7 omnx Sbima 3280319 1)4(6 ;2015 121201 TNDIPN
wand Mann

HT ssrQpZAG36 216 KH ssrQpZAG59 122
HT ssrQpZAG36 220 KH ssrQpZAG59 122
HT ssrQpZAG59 136 KH ssrQpZAG87 126
HT ssrQpZAG59 174 KH ssrQpZAG87 126
HT ssrQpZAG87 130 KY ssrQpZAG1/5 176
HT ssrQpZAG87 130 KY SSrQpZAG1/5 190
HT ssrQpZAG119 85 KY ssrQpZAG9 240
HT ssrQpZAG119 103 KY SsrQpZAG9 240
K ssrQpZAG1/5 192 KY MSQ4 196
K ssrQpZAG1/5 208 KY MSQ4 196
K ssrQpZAG9 240 KY SSrQpZAG7 135
K ssrQpZAG9 240 KY ssrQpZAG7 141
K MSQ4 202 KY ssrQpZAG15 124
K MSQ4 216 KY ssrQpZAG15 124
K MSQ13 226 KY ssrQpZAG20 140
K MSQ13 230 KY ssrQpZAG20 154
K ssrQpZAG7 127 KY ssrQpZAG36 206
K ssrQpZAG7 139 KY ssrQpZAG36 222
K ssrQpZAG15 118 KY ssrQpZAG59 150
K ssrQpZAG15 132 KY ssrQpZAG59 154
K ssrQpZAG20 160 KY ssrQpZAG87 126
K ssrQpZAG20 170 KY ssrQpZAG87 128
K ssrQpZAG36 212 KY ssrQpZAG119 87
K sSrQpZAG36 216 KY ssrQpZAG119 87
K ssrQpZAG59 136 P ssrQpZAG1/5 196
K ssrQpZAG59 138 P ssrQpZAG1/5 196
K ssrQpZAG87 126 P ssrQpZAG9 238
K SSrQpZAG87 126 P SSrQpZAG9 242
K ssrQpZAG119 81 P MSQ13 226
K ssrQpZAG119 91 P MSQ13 226
KH ssrQpZAG1/5 198 P SSrQpZAG7 131
KH ssrQpZAG1L/5 200 P ssrQpZAG7 161
KH ssrQpZAG9 226 P ssrQpZAG15 124
KH ssrQpZAG9 240 P ssrQpZAG15 124
KH MSQ4 196 P ssrQpZAG36 216
KH MSQ4 220 P ssrQpZAG36 220
KH MSQ13 226 P ssrQpZAG59 122
KH MSQ13 226 P ssrQpZAG59 122
KH ssrQpZAG7 131 P ssrQpZAG87 126
KH ssrQpZAG7 145 P ssrQpZAG87 128
KH ssrQpZAG15 122 P ssrQpZAG119 79
KH ssrQpZAG15 136 P ssrQpZAG119 111

Mother SSR Allele ‘ ‘ Mother SSR Allele
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Tree Tree
T ssrQpZAG1/5 196 T ssrQpZAG15 154
T ssrQpZAG1/5 206 T ssrQpZAG20 146
T ssrQpZAG9 232 T ssrQpZAG20 146
T ssrQpZAG9 240 T ssrQpZAG36 216
T MSQ4 194 T ssrQpZAG36 216
T MSQ4 196 T ssrQpZAG59 180
T MSQ13 226 T ssrQpZAG59 180
T MSQ13 226 T ssrQpZAG87 126
T ssrQpZAG7 137 T ssrQpZAG87 128
T SSrQpZAG7 139 T ssrQpZAG119 75
T ssrQpZAG15 124 T ssrQpZAG119 95
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:ssrQpZAG119
Tree SSR Allele Tree SSR Allele
G ssSrQpZAG9 240 GH-1 ssrQpZAG9 240
G ssrQpZAG9 240 GH-1 ssrQpZAG9 240
G ssrQpZAG15 120 GH-1 ssrQpZAG15 120
G ssrQpZAG15 122 GH-1 ssrQpZAG15 122
G ssrQpZAG36 212 GH-1 ssrQpZAG36 212
G ssrQpZAG36 224 GH-1 ssrQpZAG36 224
G ssrQpZAG119 83 GH-1 | ssrQpZAG119 83
G ssrQpZAG119 93 GH-1 ssrQpZAG119 93
Gl ssSrQpZAG9 240 GH1-1 | ssrQpZAG15 240
Gl ssrQpZAG9 240 GH1-1 | ssrQpzAG15 240
Gl ssrQpZAG15 122 GH1-1 | ssrQpzZAG36 122
Gl ssrQpZAG15 130 GH1-1 ssrQpZAG36 130
Gl ssrQpZAG36 212 GH1-3 ssrQpZAG9 212
Gl ssrQpZAG36 214 GH1-3 ssrQpZAG9 214
G1 ssrQpZAG119 101 GH1-3 | ssrQpzAG15 101
Gl ssrQpZAG119 101 GH1-3 | ssrQpZAG15 101
G4 ssrQpZAG119 77 GH1-3 | ssrQpzAG36 77
G4 ssrQpZAG119 83 GH1-3 | ssrQpZAG36 83
G5 ssrQpZAG119 93 GH1-3 | ssrQpzAG119 93
G5 ssrQpZAG119 93 GH1-3 | ssrQpZAG119 93
G6 ssrQpZAG119 83
G6 ssrQpZAG119 83
G8 ssrQpZAG119 93
G8 ssrQpZAG119 95
Tree SSR Allele Tree SSR Allele
KY ssrQpZAG9 240 KH ssrQpZAG9 226
KY ssrQpZAG9 240 KH ssrQpZAG9 240
KY ssrQpzZAG15 124 KH ssrQpZAG15 122
KY ssrQpZAG15 124 KH ssrQpZAG15 136
KY ssrQpZAG36 206 KH ssrQpZAG36 210
KY ssrQpZAG36 222 KH ssrQpZAG36 214
KY ssrQpZAG119 87 KH1 ssrQpZAG119 117
KY ssrQpZAG119 87 KH1 ssrQpZAG119 117
KY15 ssrQpZAG9 240 KH2 ssrQpZAG119 117
KY15 ssrQpZAG9 240 KH2 ssrQpZAG119 123
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KY15 ssrQpZAG15 124 KH4 ssrQpZAG9 240

KY15 ssrQpZAG15 130 KH4 ssrQpZAG9 240

KY15 ssrQpZAG36 216 KH4 ssrQpZAG15 118

KY15 ssrQpZAG36 218 KH4 ssrQpZAG15 130

KY15 | ssrQpZAG119 85 KH4 ssrQpZAG36 214

KY15 | ssrQpZAG119 95 KH4 ssrQpZAG36 216

KY3 ssrQpZAG9 240 KH4 ssrQpZAG119 65

KY3 ssrQpZAG9 240 KH4 ssrQpZAG119 65

KY3 ssrQpZAG15 118 KHS5 ssrQpZAG9 240

KY3 ssrQpZAG15 152 KH5 ssrQpZAG9 240

KY3 ssrQpZAG36 214 KHS5 ssrQpZAG15 118

KY3 ssrQpZAG36 216 KH5 ssrQpZAG15 118

KY3 ssrQpZAG119 75 KH5 ssrQpZAG36 214

KY3 ssrQpZAG119 81 KH5 ssrQpZAG36 216

KY4 ssrQpZAG9 226 KH5 ssrQpZAG119 69

KY4 ssrQpZAG9 240 KH5 ssrQpZAG119 71

KY4 ssrQpZAG15 118 KH8 ssrQpZAG9 240

KY4 ssrQpZAG15 130 KH8 ssrQpZAG9 240

KY4 ssrQpZAG36 214 KH8 ssrQpZAG15 118

KY4 ssrQpZAG36 216 KH8 ssrQpZAG15 148

KY4 ssrQpZAG119 75 KH8 ssrQpZAG36 210

KY4 ssrQpZAG119 99 KH8 ssrQpZAG36 214

KY6 ssrQpZAG9 240 KH8 ssrQpZAG119 65

KY6 ssrQpZAG9 240 KH8 ssrQpZAG119 99

KY6 ssrQpZAG15 120

KY6 ssrQpZAG15 130

KY6 ssrQpZAG36 214

KY6 ssrQpZAG36 216

KY6 ssrQpZAG119 75

KY6 ssrQpZAG119 89

KY7 ssrQpZAG9 240

KY7 ssrQpZAG9 240

KY7 ssrQpZAG15 124

KY7 ssrQpZAG15 130

Tree SSR Allele Tree SSR Allele
T ssrQpZAG9 232 P ssrQpZAG9 238
T ssrQpZAG9 240 P ssrQpZAG9 242
T ssrQpZAG15 124 P ssrQpZAG15 124
T ssrQpZAG15 154 P ssrQpZAG15 124
T ssrQpZAG36 216 P ssrQpZAG36 216
T ssrQpZAG36 216 P ssrQpZAG36 220
T ssrQpZAG119 75 P ssrQpZAG119 79
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T ssrQpZAG119 95 P ssrQpZAG119 111
T12 ssrQpZAG9 240 P1 ssrQpZAG9 238
T12 ssSrQpZAG9 240 P1 ssrQpZAG9 240
T12 ssrQpZAG15 120 P1 ssrQpZAG15 124
T12 ssrQpZAG15 124 P1 ssrQpZAG15 126
T12 ssrQpZAG36 214 P1 ssrQpZAG36 216
T12 ssrQpZAG36 216 P1 ssrQpZAG36 220
T12 ssrQpZAG119 87 P1 ssrQpZAG119 79
T12 ssrQpZAG119 95 P1 ssrQpZAG119 79
T16 ssrQpZAG9 240 P2 ssrQpZAG9 238
T16 ssrQpZAG9 240 P2 ssrQpZAG9 242
T16 ssrQpZAG15 122 P2 ssrQpZAG15 124
T16 ssrQpZAG15 124 P2 ssrQpZAG15 126
T16 ssrQpZAG36 216 P2 ssrQpZAG36 220
T16 ssrQpZAG36 218 P2 ssrQpZAG36 222
T16 ssrQpZAG119 75 P2 ssrQpZAG119 99
T16 ssrQpZAG119 93 P2 ssrQpZAG119 111
T2 ssrQpZAG9 236 P3 ssrQpZAG9 240
T2 ssrQpZAG9 240 P3 ssrQpZAG9 242
T2 ssrQpZAG15 124 P3 ssrQpZAG15 124
T2 ssrQpZAG15 128 P3 ssrQpZAG15 124
T2 ssrQpZAG36 216 P3 ssrQpZAG36 216
T2 ssrQpZAG36 216 P3 ssrQpZAG36 222
T2 ssrQpZAG119 65 P3 ssrQpZAG119 79
T2 ssrQpZAG119 75 P3 ssrQpZAG119 87
T3 ssrQpZAG9 240 P6 ssrQpZAG9 238
T3 ssrQpZAG9 240 P6 ssrQpZAG9 240
T3 ssrQpZAG15 120 P6 ssrQpZAG15 120
T3 ssrQpZAG15 124 P6 ssrQpZAG15 124
T3 ssrQpZAG36 214 P6 ssrQpZAG36 204
T3 ssrQpZAG36 216 P6 ssrQpZAG36 216
T3 ssrQpZAG119 75 P6 ssrQpZAG119 79
T3 ssrQpZAG119 91 P6 ssrQpZAG119 79
T7 ssrQpZAG9 240 P8 ssrQpZAG9 242
T7 ssrQpZAG9 242 P8 ssrQpZAG9 246
T7 ssrQpZAG15 132 P8 ssrQpZAG15 124
T7 ssrQpZAG15 154 P8 ssrQpZAG15 132
T7 ssrQpZAG36 216 P8 ssrQpZAG36 220
T7 ssrQpZAG36 216 P8 ssrQpZAG36 220
T7 ssrQpZAG119 75

T7 ssrQpZAG119 89

Tree SSR Allelee Tree SSR Allele
K ssrQpZAG9 240 GH-8 ssrQpZAG9 226
K ssrQpZAG9 240 GH-8 ssrQpZAG9 242
K ssrQpZAG15 118 GH-8 ssrQpZAG15 118
K ssrQpZAG15 132 GH-8 ssrQpZAG15 118
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K ssrQpZAG36 212 GH-8 ssrQpZAG36 214
K ssrQpZAG36 216 GH-8 ssrQpZAG36 228
K ssrQpZAG119 81 GH-8 | ssrQpZAG119 67
K ssrQpZAG119 91 GH-8 | ssrQpZAG119 69
K14 ssrQpZAG9 240 GHS8-1 ssrQpZAG9 226
K14 ssSrQpZAG9 240 GH8-1 ssrQpZAG9 242
K14 ssrQpZAG15 118 GHB8-1 | ssrQpzAG15 118
K14 ssrQpZAG15 118 GH8-1 | ssrQpZAG15 118
K14 ssrQpZAG36 210 GHB8-1 | ssrQpzAG36 216
K14 ssrQpZAG36 212 GH8-1 | ssrQpZAG36 228
K14 ssrQpZAG119 81 GHB8-1 | ssrQpzAG119 69
K14 ssrQpZAG119 81 GH8-1 | ssrQpZAG119 69
K18 ssrQpZAG9 226
K18 ssrQpZAG9 240 Tree SSR Allele
K18 ssrQpZAG15 118 GH-6 ssrQpZAG9 240
K18 ssrQpZAG15 132 GH-6 ssrQpZAG9 240
K18 ssrQpZAG36 210 GH-6 ssrQpZAG15 120
K18 ssrQpZAG36 214 GH-6 ssrQpZAG15 122
K18 ssrQpZAG119 81 GH-6 ssrQpZAG36 212
K18 ssrQpZAG119 81 GH-6 ssrQpZAG36 224
K3 ssrQpZAG9 226 GH6-1 | ssrQpZAG15 83
K3 ssrQpZAG9 240 GH6-1 | ssrQpzAG15 93
K3 ssrQpZAG15 118 GH6-1 | ssrQpZAG119 240
K3 ssrQpZAG15 134 GH6-1 | ssrQpZAG119 240
K3 ssrQpZAG36 210
K3 ssrQpZAG36 228
K3 ssrQpZAG119 81
K3 ssrQpZAG119 81
K4 ssrQpZAG9 238
K4 ssrQpZAG9 240
K4 ssrQpZAG15 118
K4 ssrQpZAG15 120
K4 ssrQpZAG36 210
K4 ssrQpZAG36 216
K4 ssrQpZAG119 81
K4 ssrQpZAG119 81
K7 ssrQpZAG9 226
K7 ssrQpZAG9 240
K7 ssrQpZAG15 118
K7 ssrQpZAG15 134
K7 ssrQpZAG36 212
K7 ssrQpZAG36 214
K7 ssrQpZAG119 91
K7 ssrQpZAG119 91




